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2017 LONE MOUNTAIN SIRE
PERFORMANCE STUDY

As mentioned in the Welcome letter, we are proud to publish the results of our ongoing SIRE PERFORMANCE STUDY here. Based upon the results
of almost 500 carcasses, each analyzed by Dr. Keigo Kuchida’s carcass camera and software, the results provide insights about many of the
genetic highlights found in the sale lots that follow. A few of the most compelling conclusions are highlighted here:

WKS Yasufuku Jr, with 30 images analyzed, has moved up to the top spot in the 2017 SIRE STUDY from the #2 spot in 2014 (where he had only 9
carcasses). He remained the top Dam Sire as he was in 2014 (30 images in 2017 vs 13 images in 2014). Most interesting about his numbers is that
as a sire, it does not seem to matter the Dam Sire — Sanjirou, Toshiro, Kitaguni etc: across the board he seemed to boost the marbling by a large
margin. But, when Yasufuku Jr is analyzed as Dam Sire, it is a different story — the vast majority were sired by WKS Kitaguni Jr.

It gets more interesting — the data we have collected on Yasufuku is consistent with the results of a study completed by Greg Gibbons* in 2012.
The study showed Yasufuku Jr as the leading Sire with an average IMF of 40.8%. Yet, strangely enough, BREEDPLAN has assigned him very
ordinary EBVs. We do not often quibble with their calculations — matter of fact, this is the one time in recent memory that baffles most breeders
who feel that Yasufuku is a mighty force in the Wagyu world. Having said all of that, we are still strong BREEDPLAN supporters — and feel that
they are providing a powerful and important service. And we agree wholeheartedly with most all the other results.

WKS Kitaguni Jr was formerly the highest ranked Sire for IMF% - but it was based on only 9 carcasses. As Yasufuku Jr moved up on all the charts,
he simply pushed Kitaguni out of the way. Even with 55 Kitaguni Jr carcasses sired in this year's study, Yasufuku Jr still outranks everyone else.
Importantly, with 11 carcasses as Dam Sire, Kitaguni Jr shows his power by ranking #2 — outperforming even TF148. And in terms of Fineness of
the Marbling, Kitaguni Jr is ranked second - and to those who are breeding for beef, that is an important measurement. The same holds true for
his Dam Sire rankings. Contrary to Yasufuku'’s details noted above - it does not seem to matter when looking at Sire results, it does not matter
who his is bred to nor does it matter who the Sire is when looking at the Dam Sire results - he brings it in both cases! We have been pleased to
see Kitaguni's BREEDPLAN numbers climb up and up since submitting our data.

A new addition to the study, the Fineness Ranking, has just been implemented - and the results are interesting to say the least. The top ranked
Sire in terms of fineness is a Lone Mountain sire, LMR Akahige 8199U — with LMR Yojimbo ranked fourth. But WKS Yasufuku Jr is the top
ranked Dam Sire followed by a trio of Takeda sires: TF Itomichi 1-2, Itozurudoi TF151 and Itoshigenami TF148. The Fineness trait is very
important when raising Wagyu for beef — coarse marbling is not what you want to see in the ribeye. And this trait seems to be heritable, though |
do not know what that exact number is.

One final note as you read over the catalog. We have included the Standard Deviation (STDEV) in both the IMF% and Fineness Ranking tables.
STDEV is the average deviation from the mean. The higher the standard deviation number, the more divergent the results are and thus, to an
extent, less meaningful. A low STDEV makes for a consistent outcome.

Sires with 5 or fewer analyzed progeny are omitted.

*Greg Gibbons, a senior executive and the breeding and feedlot expert of Wagyu at the Australian Agricultural Company (AACo), was just awarded Honorary Life
Membership by the Australian Wagyu Association. Greg, a longtime friend of Lone Mountain, visited Lone Mountain about 10 years ago and subsequently wrote
an article about the ranch for the Australian newsletter when he was acting as the editor of the highly regarded magazine.

This study is the sole property of Lone Mountain and reproduction of any data should be attributed to Lone Mountain
Cattle Company.




INTRAMUSCULAR FAT - IMF%

Intramuscular Fat Percentage {(IMF%) is the amount of marbling in the ribeye as a percentage of total meat surface area, as measured objectively
by Dr. Kuchida’s Carcass Camera. Standard Deviation (STDEV) indicates the amount to which the samples deviate from the average IMF% - thus, a
smaller STDEV indicates the IMF% of samples of a sire are closer to that average IMF%.

SIRES RANKED BY IMF%

WKS YASUFUKU JR

AVG IMF% NO. IMAGES ANALYZED

WKS KITAGUNI JR

ITOSHIGENAMITF148

LMR YOJIMBO 6345
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LMR AKAHIGE 8119U
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DAM'S SIRE
WKS YASUFUKU JR

AVG IMF% NO. IMAGES ANALYZED STDEV

WKS KITAGUNI JR

BAR R SANJIROU 4P

ITOSHIGENAMITF148

ITOZURUDOITF151

TFITOMICHI 1-2

TF ITOHANA 2

BR ITOMICHI/0602 4632

WKS MICHIFUKU

WKS SANJIROU

ITOSHIGEFUJI TF147

LMRTOSHIRO 723T

BR ITOMICHI 0602

BR MICHIFUKU 8614

BR KITATERUYASUDOI 0632
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SIRES RANKED BY USDA GRADE

Affixed by USDA reps at the time of fabrication, USDA (marbling)} Grading Scores range from SM {Small) to VAB (Very Abundant), with ranges in

each quality from 0-100. The full breakdown of potential USDA Grade Scores follows, and for purposes of averaging, we have tranposed these

USDA scores to numbers.
SM

EQUALS (200)— (100)  SM=SMALL
SMOD EQUALS (100)— 000  SMOD=SLIGHTLY MODERATE EXAMPLES:
MOD 0-100 EQUALS 000— 100 MOD=MODERATE SMOD30 = Shgh|y Moderate = -30 or (30)
SLA 0-100 EQUALS 100— 200  SLA=SLIGHTLY ABUNDANT AB30 = Abundant 30 = +330 or 330
MDA 0-100 EQUALS 200— 300 MDA=MODERATELY ABUNDANT
AB 0-100 EQUALS 300— 400  AB=ABUNDANT
VAB 0-100 EQUALS 400— 500  VAB=VERY ABUNDANT

SIRES RANKED BY USDA GRADE

DAM SIRES RANKED BY USDA GRADE

SIRE NUMBER USDA SCORE SIRE NUMBER USDA SCORE

1 WKS YASUFUKU JR 32 1 WKS YASUFUKU JR 35
2 ITOSHIGENAMI TF148 24 2 BAR R SANJIROU 4P 16
B LMR YOJIMBO 634S 16 3 WKS KITAGUNI JR 1
4 WKS SHIGESHIGETANI 36 4 ITOSHIGENAMI TF148 18
5 BM HIKOSHIGEFUJI Y342 8 5 WKS SANJIROU 58
6 WKS KITAGUNIJR 55 6 TF ITOMICHI 1-2 8
7 TF ITOHANA 2 17 JAl ER KITATERUYASUDOI 0632 1
8 WKS SANJIROU 14 8 WKS TAKAZAKURA 8
9 LMR HIRO 0195X 9 9 BR ITOMICHI/0602 4632 10
10 LMR AKAHIGE 8119V 12 10 ITOSHIGEFUJI TF147 13
11 LMR MASAHIKO 1250Y 6 11 HIRASHIGETAYASU ETJ0O1 7
12 JVP FUKUTSURU 068 9 12 BR ITOMICHI 0602 24
13 LMR TOSHIRO 723T 28 13 WKS MICHIFUKU 75
14 LMR KENICHI 807T 6 14 TF ITOHANA 2 12
15 WKS TAKAZAKURA 10 15 BR MICHIFUKU 8614 12
16 WKS HARUKI 11 19

17 ITOSHIGEFUJITF147 9

18 LMR HIROSHI 766T 7

19 HIRASHIGETAYASUETJ001 20

20 LMR MICHIRO 0193X 6

SIRES RANKED BY RIBEYE AREA (REA) BY SQUARE INCHES

Affixed by USDA reps at the time of fabrication, Ribeye Eye Muscle Area (REA) is a measure of ribeye size and, thus, the greater the REA, the
greater the yield of meat.

SIRES RANKED BY REA DAM SIRES RANKED BY REA
SIRE NUMBER REA SIRE NUMBER REA
[l HIRASHIGETAYASU ETJ0O1 20 1 BR ITOMICHI/0602 4632 10
2 LMR MASAHIKO 1250Y 6 2 TF ITOMICHI 1-2 8
3 WKS SHIGESHIGETANI 36 3 BAR R SANJIROU 4P 16
4 WKS HARUKI Il 19 4 BAR R 12P TAK LMR 8
5 WKS SANJIROU 14 5 ITOSHIGENAMI TF148 18
6 LMR MICHIRO 0193X 6 [ EBR KITATERUYASUDOI 0632 11
7 LMR HIRO 0195X 9 7 LMR YOJIMBO 6345 9
8 LMR SANJIROU 6035 8 8 BR TAKAZAKURU 0606 22
Ell BR TAKAZAKURA-0606 3612 6 9 WKS SANJIROU 58
[N WW HIRASHIGETAYASU 7278 17 Ul BR TAKAZAKURA-0606 3612 22
1 WKS YASUFUKU JR 32 11 WKS MICHIFUKU 75
12 LMR TOSHIRO 723T 28 12 JVP FUKUTSURU 068 23
13 TF ITOHANA 2 17 (k] HIRASHIGETAYASU ETJ0O1 7
14 LMR YOJIMBO 6345 16 14 TF ITOHANA 2 12
15 ITOSHIGENAMI TF148 24 15 WKS YASUFUKU JR 35
]  BM HIKOSHIGEFUJI Y342 8 16 BR MICHIFUKU 8614 12
17 LMR HIROSHI 766T 7 [P  BAR R FUKUTSURU 36H 7
18 LAR YOJIMBO 909W n 18 ITOSHIGEFUJI TF147 13
19 LMR AKAHIGE 811U 12 19 BR ITOMISHI 0602 24

20 ITOSHIGEFUJITF147 9 20
21 ITOZURUDOITF151 8 21
22 ITOMORITAKA ETJ002 6 22
23 WKS MICHIFUKU 16 23
24 BAR R SANJIROU 4P 1
25 LMR KENICHI 807T 6

WKS KITAGUNI JR 11
LMR TOSHIRO 723T 6
ITOZURUDOITF151 9
WKS TAKAZAKURA 8
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A ROTATIONAL
BREEDING PROGRAM

For breeders who are influenced by the Rotational Breeding System as promoted by Mr. Shogo Takeda,
whether for Hybrid Vigor or other reasons, an updated version follows, including for the first time the battery
of Lone Mountain Cattle Company Sires. The simple system consists of sires being divided into groups
(either Marbling or Frame). There are just two rules:

First - Cows by “Frame” Sires should be bred to “Marbling” Sires
And

Second - Cows by “Marbling” Sires should be bred to “Frame” Sires

A sire is determined to be of one of these two groups by a straightforward and effective assessment tool:
the Japanese 16/16 Analysis. First, the combination of key regional Wagyu strains is identified over four
generations in an individual’s pedigree. Second, the combinations are analyzed for those strains’ particular
likely outcomes. With that analysis in mind, successful breeding choices are made clear.

We believe in the definition of “successful breeding” put forth by Kenichi Ono in his book 100 Elite Wagyu
Sires in Japan, Volumes I-Il. This sentiment is echoed by Takao Suzuki and Mike Buchanan at the Australian
Wagyu Forum in their explanation of this tool: Successful breeding of Wagyu is to:

1. Understand the characteristics of each strain
2. Plan combinations to cover weak points of individual strains
3. Don't over-emphasize one strain.

In this way, we use 16/16 Analysis to get a predictive sense of the outcome of breeding one animal’s
combination of traits to another.

As a point of reference, the following major strains and sub-strains of Japanese Black Wagyu commonly have
these traits respective to them:
« Okayama (Shimomae): Large Frame
Sub-strains: Shimomae, Kiyokuni, Fujiyoshi, Itozakura
« Shimane: Outstanding Structure, Strong Length, Depth, and Good Milk
Sub-strain: Itozakura
« Tottori: Large Frame, Superior Meat (Marbling) Quality, Good Milking
Sub-strains: Eiko, Kedaka
+ Hyogo (Tajima): Superior Marbling, Most Popular
Sub-strains: Yasumi Doi, Kikumi Doi (aka Kikuteru Doi), Oku Doi, Shigakananemi (aka Kumanami),
Shiroiti, Kanemon
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EXPLAINED

ESTIMATED BREEDING VALUES (EBVS)

An animal’s breeding value is its genetic merit, half of which will be passed on to its progeny. While we will never know the exact
breeding value, for performance traits it is possible to make good estimates. These are called Estimated Breeding Values (EBVSs).
The EBV is therefore the best estimate of an animal’s genetic merit for that trait. EBVs are expressed as the difference between an
individual animal’s genetics and the genetic base to which the animal is compared.

EXAMPLE GRAPH - BREEDPLAN EVB PERCENTILES FOR 2468Z

2017 March WAGYU Group BREEDPLAN
based on 41,500 Wagyu Group herd
EBV W TRAIT EBY | ACC EBV percentiles for 24687

+1.0 | | birth weight (kg) 03 | 82% LIGHTER »
T +10 | | 200-day Wt (kg) +4 | 1% CUIGHTER
25 +15 | |400-dayWt(kg) -1 | M1% LIGHTER «
;E +19 | |600-day Wt (kg) 6 | 6% <LUGHTER
SE2] +1 || mik(kg) 5 | 57% HiGHER »
%5 +0.7 | |eye musde area (sq.cm}) 0.2 | 58% SMALLER
+0.0 | | marble score (%) +1.1 | 58% HIGHER >
L+0.[][] marble fineness (%) +0.23 | 57% HIGHER®
[ $121 | | ullblood feedlotindex. | $217 | | HaHER>
100 50 0

ACCURACY

An accuracy value is presented with every EBV and gives an indication of the amount of information that has been used in the
calculation of that EBV. The higher the accuracy, the lower the likelihood of change in the animal’s EBV as more information is
analyzed for that animal or its relatives.

ACCURACY RANGE INTERPRETATION

« Less than 50% = Low accuracy and should be considered a preliminary estimate. The EBV could change substantially as more
performance information becomes available.

+ 50 - 74% = Medium accuracy, usually based on the animal’s own records and pedigree.

+ 75 - 90% = Medium-high accuracy and usually includes some progeny information. Becoming a more reliable indicator of the
animal’s value as a parent.

+ 90% and above = High accuracy. Itis unlikely that the EBV will change much with the addition of more progeny data.
BIRTH

« BWT: Birth Weight EBV (kg) is based on the measured birth weight of animals. The lower the value the lighter the
calf at birth and the lower the likelihood of a difficult birth. This is particularly important when selecting sires for
use over heifers calving at 2 years of age.

GROWTH

« 200: 200-Day Growth EBV (kg) is calculated from the weight of animals taken between 80 and 300 days of age. This EBV is the
best single estimate of an animal’s genetic merit for growth to early ages.

« 400: 400-Day Weight EBV (kg) is calculated from the weight of progeny taken between 301 and 500 days of age. This EBV is
the best single estimate of an animal’s genetic merit for yearling weight.

« 600: 600-Day Weight EBV (kg) is calculated from the weight of progeny taken between 501 and 900 days of age, adjusted to
600 days and for dam age. This EBV is the best single estimate of an animal’s genetic merit for growth beyond yearling age.

« MILK: 200-Day Milk EBV (kg) is an estimate of an animal’s milking ability. For sires, this EBV is indicative of their daughter’s
milking ability as it affects the 200-day weight of their calves.
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CARCASS

« Carcass Weight EBV (kg) estimates the genetic difference in a standard AUS-MEAT carcass weight at an age of 750 days.
This is an AGBU adjusted Days of Age value that allows animals to be compared on a“level playing field”. More positive EBVs
indicate heavier carcass at a given age.

+ Eye Muscle Area EBV (cm2) estimates genetic differences in eye muscle area at the 12/13th rib site of a 400kg carcass.
Measurements taken at other quartering sites such as the 4th/5th rib or the 10th/11th rib are adjusted to the 12th/13th
measurement. AUS-MEAT assessed and Japanese digital image camera measured Eye Muscle Areas of carcass contribute to
this EBV. More positive EBVs indicate larger eye muscle area and therefore higher retail beef yields.

- Rib Fat EBV (mm) estimates the genetic differences in fat depth at the 12/13th rib in a 400kg dressed carcass. More
positive EBVs indicate more subcutaneous fat and earlier maturity. AUS-MEAT Rib Fat measurements from slaughter animals
contribute to this EBV.

- Rump Fat EBV (mm) estimates the genetic differences in fat depth at the P8 site of a 400kg carcass. AUS- MEAT
measurements of P8 fat depth on carcass contribute to this EBV. More positive EBVs indicate more subcutaneous fat and
earlier maturity.

- Retail Beef Yield Percent EBV (%) This represents total (boned out) meat yield as a percentage of a 400kg dressed carcass.
A more positive EBV indicates higher percentage yield for the 400kg carcass weight.

- Marble Score EBV (AUS-MEAT Marble Score) estimates the genetic differences in Marble Score in a 400kg carcass. AUS-MEAT
marble scores and Japanese digital image camera measured marbling percentage in carcass contribute to this EBV. A higher
value indicates that the animal has genes which produce higher marbling scores in the carcass.

« Marble Fineness EBV (Marbling Fineness Index) is an estimate of the genetic difference in the Marbling Fineness Index
(degree of fineness of marbling fat) as measured by the Japanese digital image camera. Sires with higher EBVs are expected to
produce progeny with higher levels of marbling fineness.

Note -The Estimated Breeding Values for Marble Score and Marbling Fineness were calculated by the Animal Genetics and Breeding
Unit (AGBU) from measurements taken on carcass as part of the Wagyu Genetics Collaboration Research Project by staff skilled in the
use of the Japanese digital camera. The carcass data analyzed by AGBU was predominantly from Fullblood feeders but also included
crossbred animals ranging from F1 to Purebred. Dams were not identified for some progeny.

SELECTION INDEX

« Fullblood Terminal Index: Estimates the genetic differences between animals in net profitability per cow bred for an
example commercial Wagyu herd in a temperate environment targeting fullblood steer production. Steers enter the feedlot
at 425 kg and are subsequently feed for 450 days. They are slaughtered at 750 kg live weight (450 kg HSCW) at 30 months of
age. A significant premium in placed on marbling performance. This is a self-replacing herd therefore daughters are retained
for breeding.

BREED AVERAGE

For benchmarking, the average Wagyu BREEDPLAN EBVs for the 2015 calves are tabled below.

Gestation  Birth 200Day =~ 400Day ~ 600Day = Mat. Cow Scrotal  Carcass  EyeMusce  Rib Rump ~ Marble | Marble  Fullblood

Mi ‘ :
Length Wt. Wt. Wt. Wt. Wt. = Size Wt. Area Fat Fat Score Fineness  Feedlot

(days) (kg) (kg) (kg) (kg) ()] ) (@) (kg) (sq.cm)  (mm) (mm) (%) (%) Index
EBV +0.1 +1.0 +10 +15 +19 +21 +1 +0.1 +12 +0.7 | +0.3 | +0.6 | +0.0 | +0.00 | +$121

DISCLAIMER

The Agricultural Business Research Institute (ABRI) from data supplied by the breeders compiled the WagyuGROUP BREEDPLAN Estimated
Breeding Values contained in this Sale Catalog. Neither the Australian Wagyu Association nor the ABRI oversee or audit the collection of this data.

The Australian Wagyu Analysis represents 54,763 dams and 5,407 sires (45% INCREASE in additive parental data since 2014 Production
Sale) In addition, there have been 4,711 carcass records analyzed including objective data gathered directly from the Japanese carcass
camera.
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EXPLAINING INBREEDING
COEFFICIENTS (1C)

Inbreeding coefficient: A measure of how close two animals are genetically to each another. The coefficient
of inbreeding, symbolized by the letter F, is the probability that an animal with two identical genes received
both genes from one ancestor.

Take a first-cousin mating. First cousins share a set of grandparents. For any particular gene in the male,
the chance that his female first cousin inherited the same gene from the same source is 1/8. Further, for
any gene the man passes to his child, the chance is 1/8 that the woman has the same gene and %2 that
she transmits that gene to the child so 1/8 X /2 = 1/16. Thus, a first-cousin marriage has a coefficient of
inbreeding F =1/16.

BROTHER/SISTER: FATHER/SISTER - MOTHER/SON:
Here you are going to marry the sire “P” to his Here we are going to marry the female “M” to
sister “M,” then doing inbreeding on the great her father, a common case when one has got
parents “GP1”and “GM1” a great champion (it is the same if you marry a
great champion female to her son).
GGP1
GP1 I cem GGP1
P GP1
cMy LS5P2 b poverrm
GGM2 GGP2
GM1
Gpy LSC°1 oz
M GGM1 p GP1
M1 |55 M GM1
GGM2 GGP4
GM2 CoT
We have two paths with N=3, then:
F=(1/2)A3+(1/2)A3=0.1254+0.125=0.25 > HALE-BROTHER/HALE-SISTER: We have one path with N=2, then:
the coefficient of inbreeding is 25% It's a softer way to make inbreeding F=(1/2)A2 = 0.25 -> the coefficient of
on a champion (here the common inbreeding is 25%
grand father“GP17).
GGP1
p GP1 oem
GGP2
GM1 oG
GGP1
M GP1 e
GGP4
GM2 GCMa
We have one path with N=3, then:
F=(1/2)A3 =0.125 -> the coefficient
of inbreeding is 12.5%
UNCLE/NIECE - AUNT/NEPHEW: COUSIN/COUSIN:
GGGP1 GGP1
o GGP3 I ccam o GP1 Gemi
GGGP2 GGP2
GGM3 ecam M "Gem2
GGP3 GGP1
M GP3 coms - GP2 GGmi
GGP4 GGP4
GM4 — - GM2 GGMa
We have two paths with N=4, then: We have two paths with N=5, then:
F=1/2A+ (1/2)A = (1/2)A3 -> the F=/2A5+ (1/2)A5 = (1/2)A 4 -> the

coefficient of inbreeding is 12.5% coefficient of inbreeding is 6.25%
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GENETIC TESTING AND JAPANESE
BLACK CATTLE

The genetic ability of Wagyu cattle to transmit important economic traits has traditionally been evaluated by the means of selecting potential
animals based on pedigree information and estimated capabilities and subjecting them to progeny testing. However, in spite of the high cost
and lengthy time spent in this evaluation process, cases are often found where candidate bulls and cows do not possess the genetic ability
sufficient for the application.

The purpose of the development of genetic tests relevant to economically important carcase characteristics is not to dispense with progeny
testing at this time, as it remains the most accurate means currently available to assess the genetic potential of breeding cattle to pass on
advantageous economic characteristics to their offspring, but as a preliminary procedure in the process of selecting breeding cattle or feeder
cattle.

Simplified, this enzyme converts saturated fatty acids into Monounsaturated Fatty Acids (MUFA). Studies by Kim and Ntambi in 1999 and Yang
et al (1999) “reported interesting correlations between SCD enzyme and fatty acid composition.” Study by Taniguchi et al in 2004, “showed the
MUFA percentage differed significantly among the genotypes (high in AA, medium in VA and low in VV). The melting point was also significantly
different between the genotypes (high in VV, medium in VA and low in AA)... The genetic effects on fatty acid composition have been confirmed
by subsequent studies (Ohsaki et al, 2009; Ishii et al, 2013; Kelly et al, 2014)."

STEAROYL COA DESATURASE

This test is designed to assist in the selection of cattle that show a genotype that produces a superior fat composition.

Stearoyl CA desaturase (SCD) is the enzyme which changes stearic acid into oleic acid. The fat of cattle is composed of 6 main fatty acids.
Within these fatty acids one of the saturated fatty acids is stearic acid. Stearic acid makes deposited fat harder and increases the melting point.
Conversely oleic acid makes the fat soft with a low melting point. Olive oil is an example of a product that has abundant oleic acid.

There is an opinion in the Japanese market that the percentage of beef that is “not delicious” has increased recently even though marbling
has been abundant. Fat of a high melting point is not as palatable to the Japanese consumer as the low melting point fats that have been
traditionally associated with Wagyu beef.

Let us imagine we are cooking a piece of beef loin that has a high melting point fat composition in a frying pan. The fat will melt during the
cooking process however when we put it in our mouth and it cools to near our body temperature it will become solid. We may feel we are
eating butter containing grains of sand and it certainly will not be delicious. | believe that the common incidence of such higher melting point
fat in these days has come from a biased view of marbling. We, the Japanese market, have placed too much emphasis on visible marbling and
disregarded the type of fat represented. Fat containing high levels of stearic acid is like wax in appearance when the carcase is in the cool room
and so it is easier to assess than the soft fats.

Consumers all over the world are becoming more selective and prefer foods that are good for their health. Japanese Black cattle that have a
genotype for a soft fat profile are better tasting and healthier when eaten than cattle that have high melting point fat.

There are several different DNA sequences of the SCD gene in Japanese Black cattle. These are categorized into 2 groups, A & V. Some Japanese
Black cattle carry a special mutation that changes the corresponding amino acid from Valine (V) to Alanine (A), which has a significant
relationship to the melting point of fat. Alanine type has a lower melting point than valine type.

Therefore the preferred type is AA.
By using the SCD gene we can select the cattle that can deposit a soft and oleic acid rich fat that is delicious and healthy.

At this time no gene tests should be used as the single selection criteria that a cattle farmer would use. Rather they should be seen as part of the
selection process when choosing cattle for breeding. Cattle that show preferred genotypes for both GH Exon 5 and SCD provide the most likely
animals to improve a cattle herds performance BUT ONLY if all other factors are satisfactory.

Dr. Tadayoshi Mitsuhashi

Dept. of Physiology & Genetic Regulation
National Institute of Agrobiological Sciences
Tsukuba, Ibaraki-ken, Japan

































































































